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Mammalian genomes encode tens of thousands of long non-coding RNAs (lncRNAs), which are long transcripts that
do not give rise to proteins. To date, only a minuscule fraction of lncRNAs have been experimentally characterized and their
functions remain uncertain. Evolutionary studies can provide important insights into the functionality of lncRNAs, by revealing the
selective pressures that act on these genes. In this talk, I will present recent insights into the evolution of lncRNAs,
stemming from large-scale comparative transcriptomics studies. To study the dynamics of lncRNAs in mammalian development and
evolution, we generated and analyzed RNA-seq profile in a series of five developmental stages from mid-gestation embryo to aged
individuals, for four major organs, in mouse and rat. We find that lncRNA repertoires, sequences and expression patterns evolve
very rapidly. However, we show that there is increased functional constraint on lncRNAs expressed in somatic organs and early in
development, and we identify several evolutionarily conserved lncRNAs with potential important roles in developmental processes.
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